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Screening of Protease Producing Probiotic Bacteria of
Giant Freshwater Prawn (Macrobrachium rosenbergii

de Man) on Pond Culture in Kalasin Province
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gilnnodadans, 8. marisflavi (KS1) 0.020°+0.01 g Innaliaddns uay B. infantis (KS5)

0.008°+0.002 gilnsiadiadans muaay danuuandsegiitduddgeaiansedu 0.05
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Abstract

A study of screening protease producing probiotic bacteria of giant freshwater
prawn (Macrobrachium rosenbergii de Man) on pond culture in kalasin province were
found 6 isolates that all it is rod shaped and gram positive. The nucleotide analysis by
16S rDNA gene sequences identified that all bacterial isolates are genus bacillus such as
Bacillus marisflavi (KS1), B. aryabhattai (KS2), B. pseudomycoides (KS3), B. safensis (KS4),
B. infantis (KS5) and B. cereus KS6. Protease enzyme production of B. pseudomycoides
(KS3) were highest 1.203°+0.60 unit/ml, B. cereus (KS6) 1.145%+0.50 unit/ml, B.
aryabhattai (KS2) 0.986°+0.60 unit/ml, B. safensis (KS4) 0.034°+0.03 unit/ml, B. marisflavi
(KS1) 0.020°+0.01 unit/ml and B. infantis (KS5) 0.008°+0.002 unit/ml, respectively with

significant difference 0.05.

Keywords : bacterial, probiotic, giant freshwater prawn, Macrobrachium rosenbergii de

Man, protease enzyme, 16S rDNA gene
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inwazlalatinan ddwdesla veulseu KS2
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Tanwaurlalailnay vy veulseu KS3 i

A15199 1
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Snwarlalatnay Fungubug vouifeu
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n159munvilnvaadauuaitsglusiuladn
ANLAaNA1835 16S rDNA
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o ¢ I a ¢ ¢

venanual lnedeIiAsIevif qud Ay
PANFAIENWTINMN e INLEEASTININ
a0 uIT8ANe 1A 1E@ns wazinalulad wiid
Uszwalng Tagisnsiwsigiainuiualy
A7UUD9 165 rDNA vandakuaselusiule
a a 6 1 dy a a
fN NAIINATIATIUNUIN WBwuATISETUS
lulefiniis 6 nau Fsldseyuiala aeil loly

1an KS1 faanuiuilou B. marisflavi 99.52

Wosidud vunddule 1243 bp lelalan
KS2 finaauinileu B. aryabhattai 99.92
Wosidud vunddule 1314 bp lelalan
KS3 dim1munidau B. pseudomycoides
99.61 WesiHus wnedowe 1292 bp lelwan
KS4 Ta1aauLndl ou B safensis 99.84
Wosidud vunddule 1278 bp lelwian
KS5 T ama1uLud ou B. infantis 99.47
Westdud vuindoule 1332 bp wazlely
Lan KS6 dim1aAnumilau B. cereus 99.85

Wosidus auafiBuie 1339 bp (5137 2)
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HaMTInTEiigaliendnuaim sl seiaduualudiunes 165 rDNA

ToTwian R AU WWRABUL

(% similarity) (bp)

KS1 Bacillus marisflavi 99.52 1243

KS2 Bacillus aryabhattai 99.92 1314

KS3 Bacillus pseudomycoides 99.61 1292

KS4 Bacillus safensis 99.84 1278

KS5 Bacillus infantis 99.47 1332

KS6 Bacillus cereus 99.85 1339
nan1svagaulauledlusfeavasiuaiiiss  cereus (KS6) iA LAY 1.1459+0.50 ¢ 1
Wsluledndidauentd fnoilaaans B aryabhattai (KS2) 41 AN

WU 0.986°+0.60 g IR BT AR ANT B.

NNITNARDINAINAINATAOY  sofensis (KS4) danniaiu 0.034°+0.03 gl

wuleslTusioaludouuaiideluslulefnit adodiadans B. marisflavi (KS1) fAnviafu
6 sinfidausnld wuiuuaiselslulednd 0.020°0.01 gilndlafindans uaz B infantis
annsandanievlesilusileagefian leud 8 (KS5) @1y 0.008£0.002 & 1Mo
pseudomycoides (KS3) ' @ 1AM 1T U fad8ns gy Sedimnuuansnaneadi
1.203°+0.60 g innodadans 998931 B. Fiseeu 0.05 (115197 3 LLagzUﬁ 2)

A9 3

nansnageueulvlusieaveswuaiiselusiulefnfifauanle

o Wshilod
lolaan vllauwunaiise o
(ylo/Aiagans)
KS1 Bacillus marisflavi 0.020°+0.01
KS2 Bacillus aryabhattai 0.986+0.60
KS3 Bacillus pseudomycoides 1.203°+0.60
KS4 Bacillus safensis 0.034°+0.03
KS5 Bacillus infantis 0.008°+0.002

KS6 Bacillus cereus 1.145°+0.50
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fuhluvnfigamgd 37 esmneaidoa uu
24 §7lua dunadnwazlaladdoniuan
wuindoadunidinigynuld 6 leleian
SNuTFUTIUINGINBUBNT T N YLD
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Aanetduly dv19u anwarlalaidveundn
dvnla dnuaglalailnay dvuyla veuisey
wazdnualalatinan e veudeu
AAARBITUNANITNARBITDY BARTINT UAY
A, 2555 AnwinuandAn1adugIuIne,
vosuuaniseluslulefinnuinilaladduagu

NANYY YOULTHULALILIT

N1SATIVFOUAN WAL YDNIVARUAZN 1IN

unsuuyuaniseluslulaan

NMIANIFUFIWINGIN18UBN
veuuaiidelusiulefnis 6 lolean Miasey
Tuewn NA flgaungil 37 ssriwaidea uu
24 F7lus TnswwaduuaiiSeluslulednd
Snwaziwadnommaduriou waznasinnis
Founnsuvenwaduuaiielusiulefndle
MmN nuNwaddeundiinderity
9998 Crystal violet Wanun uansliifuin
wuafi3eluslulefndinurianuadadungs
wuaTiSeunsuuan deaglinanisvnaesd
AOAAADIIU 9ITINT WazAny (2555) N3
nnaeshwaduuaiiSeluslulefnfimeides
Ialudnsganwuzdugiuineinieldndes
gansseau nuduuaiiseluslulefndouind
wnsuuan JUsalunriseny uay Semanti et
al. (2012) l@Anwn B. aryabhattai wuaglu
snvesfivlaniaionin Lammna sp.
dodunuaiiiounsuuin susraduviou
awasnsalunsaiadvlaldlugamgiian
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= = 1 1
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Heveemanstanin aantiideivendans
wazvalulagussuszmelny nan193aTen
wuadiFeluslulefin via 6 lelewan daldssy
silnvosuaiiselusiulenldsed loluan
KS1 da1a11uLud ou B. marisflavi 99.52
Wesidud lelaian KS2 faranunileu 8.
aryabhattai 99.92 Wesidus lelaan KS3
fA1AuLnilou B. pseudomycoides 99.61
Wesidud lelaian Ksa frranunileu 8.
safensis 99.84 1Wasidus loluian KS5 dan
AMMMEEU B. infantis 99.47 WWaslHus wag
Tolaian KS6 da1muLnd ou B. cereus
99.85 1Woslus @onnasIiusIBUITeves
9525500 wavAny (2556a) Anwnuaiselus
luledndi wenldannisdue visvesd
AUNTIWIINAABISTIUT R IUT I TAUATUFY
Frwund suvafiseldslulednlnenis
AAsgiarnuiualudiuaesdu 165 rDNA
wui Weuvafi3sluslulefnfamunoglu
anaundada laun B. pumilus TSN33, B.
pumilus LLBM499, B. subtilis TSM33, B.
subtilis TSM262, B. subtilis LLBM241, B.
subtilis TSN262, B. aryabhattaiTSM362, B.
amyloliquefaciens TSN63, B. amyloliquefaciens
TSMA499-4, B. cereus HMN142, B. cereus
LLBM202, B. thuringiensis HMN151 uag B.
licheniformis HMN152 \Jaumaniiiia e
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